As in previous editions, long and short papers were scheduled to 30 and 10 min presentations respectively, including the corresponding round of questions. This year, in contrast with previous editions, short papers have also been published in this Bioinformatics special issue in a format that resembles Application Notes. In addition to the originality and relevance, emphasis has been made on the biological relevance of the results described in the papers. There were 209 paper submissions to the ECCB/JBI 2005 meeting. Among those, there were 157 long papers and 52 short papers. We cannot compare these figures with those of the past year, since in Glasgow ECCB was jointly organized with the Intelligent Systems for Molecular Biology (ISMB) conference. ISMB/ECCB 2004 received 492 paper submissions. It compares, however, favourably with ECCB/JOBIM held in Paris in 2003, indicating that Bioinformatics is a growing discipline in Europe. Competition was tough owing to the quality of the papers submitted to most of the areas. This made the discussion and selection process a difficult task for the board of senior editors. Finally, 45 papers (36 long and 9 short) were accepted (21.5%) for an oral presentation during the meeting, and they are compiled in this Bioinformatics special issue.
The Program Committee was finally composed of 141 reviewers and 57 co-reviewers. Two senior editors led each of the areas, one of them member of the Spanish Bioinformatics Network. The 20 area chairs distributed the papers among the referees within each area. Each paper was assigned to three reviewers, and we did receive at least three reports for most of the papers. For those few cases ending up with a single report, one of the editors acted as additional reviewer. The communication between the area chairs and the Program Committee was assisted by CyberChair, a fully automated system for paper submission and reviewing. This made the discussions more fruitful, and facilitated the coordination of all the steps and people involved in the entire process: authors, editors and reviewers.
We gave a chance to the authors of rejected papers to automatically resubmit them as poster presentations, and 64 authors opted for this option. In total, more than 350 posters were presented. Ana Rojas (Centro Nacional de Biotecnología-Consejo Superior de Investigaciones Científicas-CNB-CSIC-Madrid) and Federico Morán evaluated all the submitted poster abstracts. The program also included four tutorial sessions, two workshops, commercial and non-commercial exhibits, and software demonstrations. The tutorials were chaired by David Gilbert (University of Glasgow, Glasgow, UK) and Fernando González (Universitat de València, Burjassot, Spain). The workshops were thought of as an extension of the activities of the special interest groups (SIGs) organized by the ISCB as satellite meetings at larger conferences, such as ISMB. The workshop entitled 'Biomedical Ontologies and Text Processing' was moderated by Rob Gauizauskas (University of Sheffield, Sheffield, UK) and Chris Wroe (University of Manchester, Manchester, UK); whilst 'Current Approaches for Function Prediction During Genome Annotation' was conducted by Rob Russell and Alex Stark (both from the European Molecular Biology Laboratory, Heidelberg, Germany).
The BioSapiens Network of Excellence has established a permanent European School in Bioinformatics, in order to provide extensive training at all levels, from basic courses for experimentalists to more advanced training for experts. We would like to thank all those who supported and sponsored the conference for their valuable contribution. We provide in this issue, a list of sponsors alongside the organization list. However, there were other Institutions and Companies whose support was received after the writing of this editorial. An updated list can be found at the conference web site (http://www.eccb05.org/). We wish to express special thanks to the Steering Committee for providing expert advice and to the Local Organizing Committee for their commitment. We specially thank all the members of the Program Committee for their diligence and effort, particularly, given the number of contributed papers and the growing number of Bioinformatics conferences. The latter makes the effort of reviewing the papers for different conferences worth to acknowledge. We are also very grateful to the effort, leadership, involvement and meticulosity of the area chairs during the review process. The editors thank Richard van de Stadt who managed the CyberChair software and who was always there to help when doubts and glitches arose. We would like to mention and acknowledge the suggestions provided by Cath Brooksbank from her experience in the organization of ISMB/ECCB 2004 event. We are also indebted to our professional conference organizer, SIASA Congresos S.A., as well as to our conference manager Teresa Díez (INB). We would like to thank Sophie Flowers and the Oxford University Press production team for their helpful assistance in the production of this proceedings issue. Further thanks to Iakes Ezkurdia and Eduardo Andrés León (both from CNB) for developing and maintaining the conference website.
Finally, we thank all of those, named and not named, who put in many hours of work to make ECCB/JBI 2005 a success.
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